Additional paper: computational resources for metabolomics.
Metabolomics, a comprehensive extension of traditional targeted metabolite analysis, has recently attracted much attention as the biological jigsaw puzzle's missing piece that can complement transcriptome and proteome analysis. This tutorial survey introduces practical web resources with special emphasis on the computational aspects involved in processing and navigating metabolome data. The introduced materials are also accessible from the author's web directory (Atomic Reconstruction of Metabolism or ARM).